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Présentation

Our team studies epigenetic pathways and chromatin factors regulating gene expression and repressing transposable elements (TEs). We are also characterizing the function of TE genes that have been exapted – also known as coopted or domesticated – by the plants. These genes, called exapted TE (ETE) genes can be of different origins, forming distinct gene families such as the Plant Mobile Domain, the MUSTANG or the SLEEPER families. Finally, we are studying the impact of TEs on transcriptomic diversity in plants subjected to abiotic stresses such as heat to understand how TEs can contribute to plant adaptation in response to environmental stresses.Our research is done in Arabidopsis and tomato, two plant species displaying very different genome organizations. We combine Illumina short-read and Oxford Nanopore technologies (ONT) long-read sequencing to study differential gene expression, full length RNA diversity, structural variations and epigenetic modifications. We use biochemical approaches to study chromatin/protein interaction (ChIP-seq) and protein interaction (IP-MS, CLNIP-MS, Co-IP, FPLC…)
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